. Phylogenetic tree and population structure analysis for 137 accessions from core collection together with 158 Korean-bred varieties. We demonstrated here the population structure with K value from 2 to 5. S15 Figure S2 . Scree plot with parallel analysis. Principal component analysis (PCA) and exploratory factor analysis (EFA) results are displayed. Parallel analysis suggests that the number of factors is three and the number of components is two. S16 Figure S3 . Principle component analysis using SNP data and phytosterol content. (a) For genetic data, 295 accessions were divided into japonica and indica groups using PC1 and PC2. (b) For phytosterol content, indica and japonica groups were separated by PC1 and PC2. S17 Figure S4 . The reconciliated phylogenetic trees of the homologous genes of Os09g0319800.
* The information was provided by Plants Ensembl (http:// http://plants.ensembl.org).
